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IN THE CLAIMS 

1-4. (Canceled) 

5. (Currently amended) A method for processing information on nucleotide 
sequence, comprising steps of: 

(a) receiving positional information representing a position in a nucleotide sequence 
in accordance with a request for an object and/or service; 

(b) obtaining from a memory device, from among a plurality of pieces of 
polymorphism pattern, a polymorphism pattern associated with the positional information 
received in step (a), wherein the obtained polymorphism pattern is information on nucleotide 
sequence which differs among individual organisms and shows a pattern of nucleotide or 
nucleotide sequence in a polymorphism; 

(c) transmitting the polymorphism pattern obtained in step (b); and 

(d) receiving semantic information corresponding to the polymorphism pattern 
transmitted in step (c) and/or information associated with the semantic information in association 
with positional information, wherein the semantic informal ion refers to information on 
phenotypes caused by one or more differences in polymorphism patterns; and 

wherein the method further comprises step (e) cf making a determination as to 
whether the positional information received in step (d) matches positional information related to 
the polymorphism pattern transmitted in step (c); [[and]] 

wherein step (e) comprises alerting a party that received the polymorphism pattern 
transmitted in step (c), and wherein the step of alerting is performed in response to. the 
determination made in step (e) : and 

wherein steps ( a> through (e) are conducted under the control of a processor . 

6. (Currently amended) A method for processing information on nucleotide 
sequence, comprising steps of: 

(a) receiving positional information representing a position in a nucleotide sequence 
in accordance with a request for an object and/or service; 



CENTRAL FAX CENTER 

OCT 0 2 2009 

Docket No.: H6808.0071/P071 



PAGE 4/13 * RCVD AT 10/2/2009 7:04:30 PM [Eastern Daylight Time] * SVR:USPTO-EFXRF«6/6 * DNIS:2738300 * C8ID: * DURATION (mm-ss}:02-36 dsmdmsootw 



10/02/2009 19:02 FAX @005 



Application No.: 10/521,351 DocketNo.: H6808.0071/P071 

(b) obtaining from a memory device, from among a plurality of pieces of 
polymorphism pattern, a polymorphism pattern associated - vith the positional information 
received in step (a), wherein the obtained polymorphism pattern is information on nucleotide 
sequence which differs among individual organisms and shows a pattern of nucleotide or 
nucleotide sequence in a polymorphism; 

(c) transmitting the polymorphism pattern obtained in step (b); and 

(d) receiving semantic information corresponding to the polymorphism pattern 
transmitted in step (c) and/or information associated with the semantic information in association 
with positional information wherein the semantic information refers to information on 
phenotypes caused by one or more differences in polymorphism patterns; and 

wherein the method further comprises step (e) of making a determination as to 
whether the positional information received in step (d) matches positional information related to. 
the polymorphism pattern transmitted in step (c); [[and]] 

wherein step (e) comprises disclosing infonnation concerning a party that received 
the polymorphism pattern transmitted in step (c) to a third party, and wherein the third party is 
an organization for ensuring compliance with rules concerning transmission/reception of 
positional information or polymorphism pattern through a <x)mmunication network, and wherein 
the step of disclosing is performed in response to the determination made in step (e) ; and 

wherein steps (a) through (e) are conducted under the control of a processor , 

7-12. (Canceled) 

13. (Currently amended) A method for processing information on nucleotide 
sequence, comprising steps of: (a) receiving positional information representing a position in a 
nucleotide sequence in accordance with a request for an object and/or service; (b) obtaining, 
from among a plurality of pieces of polymorphism pattern, a polymorphism pattern associated 
with the positional information received in step (ta), wherein the obtained polymorphism pattern 
is information on nucleotide sequence which differs amonj; individual organisms and shows a 
pattern of nucleotide or nucleotide sequence in a* polymorphism; (c) transmitting the 
polymorphism pattern obtained in step (b); and (d) receiving information corresponding to the 
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polymorphism pattern transmitted in step (c) and/or information associated with the 
corresponding information in association with positional information; and 

wherein the method further comprises step (e) of making a determination as to 
whether the positional information received in step (d) matches positional information related to 
the polymorphism pattern transmitted in step (cV and 

wherein step (e) comprises alerting a party that received the polymorphism pattern 
transmitted in step (c), and wherein the step of alerting is performed in response to the 
determination made in step (e) ; and 

■ wherein steps (a) through (&) are conducted under the control of a processor . 

14. (Previously presented) The method of claim 13, wherein the corresponding 
information includes information on responsiveness to medicaments, side-effects caused by 
medicaments, risk of diseases and disorders, diatheses and properties, or interaction among 
proteins. 

15. (Previously presented) The method of claim 13, wherein step (e) includes 
determining that there is no match between the positional Information received in step (d) and 
the positional information related to the polymorphism pattern transmitted in step (c). 

1 6. (Currently amended) A method for processing information on nucleotide 
sequence, comprising steps of: (a) receiving positional information representing a position in a 
nucleotide sequence in accordance with a request for an object and/or service; (b) obtaining from 
a memory device, from among a plurality of pieces of polymorphism pattern, a polymorphism 
pattern associated with the positional information received in step (a), wherein the obtained 
polymorphism pattern is information on nucleotide sequence which differs among individual 
organisms and shows a pattern of nucleotide or nucleotide sequence in a polymorphism; (c) 
transmitting the polymorphism pattern obtained in step (b): and (d) receiving information 
corresponding to the polymorphism pattern transmitted in step (c) and/or information associated 
with the corresponding information in association with positional information; and 
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wherein the method further comprises step (e) of making a determination as to 
whether the positional information received in step (d) matches positional information related to 
the polymorphism pattern transmitted in step (c) ; and 

wherein step (e) comprises disclosing information concerning a party that received 
the polymorphism pattern transmitted in step (c> to a third party, and wherein the third party is 
an organization for ensuring compliance with rules concerrring transmission/reception of 
positional information or polymorphism pattern through a communication network, and wherein 
the step of disclosing is performed in response to the determination made in step (e) : and 

wherein steps (a) through (e) are conducted under the control of a processor . 

17. (Previously presented) The method of claim 16, wherein the corresponding 
information includes information on responsiveness to medicaments, side-effects caused by 
medicaments, risk of diseases and disorders, diatheses and properties, or interaction among 
proteins. 

18. (Previously presented) The method of claim 16, wherein step (e) includes 
determining that there is no match between the positional information received in step (d) and 
the positional information related to the polymorphism patiem transmitted in step (c). 

1 9. (Previously presented) The method of claim 5, wherein the information on 
phenotypes caused by one or more differences in polymorphism patterns includes information on 
responsiveness to medicaments. 

20- (Previously presented) The method of claim 5, wherein the information on 
phenotypes caused by one or more differences in polymorphism patterns includes information on 
side-effects caused by medicaments. 

2 1 . (Previously presented) The method of claim 5, wherein the information on 
phenotypes caused by one or more differences in polymorphism patterns includes information on 
risk of diseases and disorders. 
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22. (Previously presented) The method of claim 5, wherein the information on 
phenotypes caused by one or more differences in polymorphism patterns includes information on 
diatheses and properties. 

23. (Previously presented) The method of claim 5 ? wherein the information on 
phenotypes caused by one or more differences in polymorphism patterns includes information on 
interaction among proteins. 

24. (Previously presented) The method of claim 6, wherein the information on 
phenotypes caused by one or more differences in polymorphism patterns includes information on 
responsiveness to medicaments. 

25. (Previously presented) The method of claim 6, wherein the information on 
phenotypes caused by one or more differences in polymorphism patterns includes information on 
side-effects caused by medicaments. 

26. (Previously presented) The method of claim 6, wherein the information on 
phenotypes caused by one or more differences in polymorphism patterns includes information on 
risk of diseases and disorders. 

27. (Previously presented) The method of claim 6, wherein the information on 
phenotypes caused by one or more differences in polymorphism patterns includes information on 
diatheses and properties. 

28. (Previously presented) The method of claim 6, wherein the information on 
phenotypes caused by one or more differences in polymorphism patterns includes information on 
interaction among proteins. 

29. (Previously presented) The method of claim 5, wherein step (e) further 
comprises transmitting a warning that is made based on an evaluation that the probability of 
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unauthorized use and acquisition is high, a notification that all the transmitted polymorphism 
patterns were not used, or an announcement regarding notification to a third party that all the 
transmitted polymorphism patterns were not used. 

30. (Previously presented) The method of claim 6, wherein step (e) further 
comprises transmitting a warning that is made based on an evaluation that the probability of 
unauthorized use and acquisition is high, a notification that all the transmitted polymorphism 
patterns were not used, or an announcement regarding notification to a third party that all the 
transmitted polymorphism patterns were not used. 

31. (Previously presented) The method of claim 13, wherein step (e) further 
comprises transmitting a warning that is made based on an evaluation that the probability of 
unauthorized use and acquisition is high, a notification thai all the transmitted polymorphism 
patterns were not used, or an announcement regarding notirication to a third party that all the 
transmitted polymorphism patterns were not used. 

32. (New) The method of claim 5, wherein the step of obtaining the polymorphism 
pattern includes the step of using the processor to access the memory device. 

33. (New) The method of claim 32, wherein the processor includes a personal 

computer. 
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